Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.010 Å; R factor = 0.028; wR factor = 0.075; data-to-parameter ratio = 15.9.
The Pt IV ion in the title complex, [PtBr 4 (C 10 H 9 N 3 )], is sixcoordinated in a slightly distorted octahedral environment by two pyridine N atoms from a chelating di-2-pyridylamine (dpa) ligand and four Br À anions. The complex molecule has mirror symmetry, with the Pt IV atom, two Br atoms and the central N atom of the dpa ligand lying on the mirror plane. The dpa ligand is not planar, showing a dihedral angle of 34.7 (2) between the pyridine rings. The complex molecules are connected by intermolecular N-HÁ Á ÁBr hydrogen bonds, forming chains along [001] . Intermolecular C-HÁ Á ÁBr hydrogen bonds and -interactions between the pyridine rings [centroid-centroid distance = 3.667 (4) Å ] are also observed.
Related literature
For the structures of the related complexes [PtCl 4 (dpa)] and [PtBr 2 (dpa)], see: Ha (2011 Ha ( , 2012 .
Experimental
Crystal data [PtBr 4 (C 10 Table 1 Hydrogen-bond geometry (Å , ). (Table 1) .
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Computing details
Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007 
Figure 1
The molecular structure of the title complex. Displacement ellipsoids are drawn at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

